. Accession numbers for Rpb1 genes from bikont species, along with associated mRNA and peptide sequence numbers. GeneID numbers are followed by the date of the most recent update to the gene record at the time of accession. Note that the Physcomitrella patens genome was found to contain two Rpb1 genes (see text for discussion). Species sharing a superscript letter are related members of a taxonomic group, and were found to all have very similar CTE structure. In these cases, only the first-listed species was included in the main article figures and tables. NCBI mRNA: NCBI Peptide: Glaucosphaera vacuolata 1 3 AF315820.1 AAK00310. Nozaki et al (2003) . 3 No GeneID; mRNA and peptide sequences published in Stiller et al (2001). 4 No GeneID; mRNA and peptide sequences published in Stiller and Harrell (2005) . 5 CTE structure previously discussed in Dacks et al (2002) . 6 CTE structure previously discussed in Lane et al (2007) . Liu et al (2010). 7 No GeneID; mRNA and peptide sequences published in Hirt et al (1999) . Table S3 . Structural characteristics of the C-terminal extensions of Rpb1 genes from bikont species. Repeat variability is the number of different repeat sequences divided by the total number of repeats (see text for discussion), and f (S) and f (P) show the frequency of serine and proline residues in the entire C-terminal extension (CTE). Dashes indicate species without repeat structure in the CTE. Superscript letters show that some number of additional species (described at bottom and listed in Supplemental 
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